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12.2 Basic Models of Population Genetic Structure 
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BOX12.1 Measures of genetic variability  
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12.3 Adding Geography: The Stepping-stone Model 
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12.4 Metapopulation Processes and Population Differentiation 



 

 

Effects of colonization-extinction processes 

Slatkin (1977)
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Effects of local population dynamics 

Ingvarsson (1997)

 

 

 

 



 

 

12.5 Metapopulation Processes and Effective Population Size 
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12.6 The Effect of Selection on Differentiation: The Island Model 

 

  

  

 

 

 

Spatial structure of selected genes 

Figure 12.2  
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Spatial structure of genes linked to selected genes 
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12.7 Structure and Selection in Source-Sink Metapopulation 
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Fixation of beneficial alleles 

sink population

 

 sink population

sink population

sink source

sink

sink population  

 

12.8 Concluding Comments 



 

 

 

 

 

 


